Bone marrow isolates were suspended in plain culture medium (α-MEM), centrifuged to remove fat and strained through a 22μm mesh to remove bone fragments, before gradient separation via Lymphoprep TM (Axis-Shield, Oslo, Norway). The BMMNC fraction was collected and either used for the experiments or further enriched for putative MSC populations All reactions were performed in duplicate and product specificity evaluated with the use of melting curves. Specific primer sets were designed for WNT target genes and osteogenic genes and relative gene expression levels were normalized using βACTIN housekeeping gene (Supplementary Table 3) 
0 hours. Wnt3A had no effect on the total cell numbers after 24 hours of suspension culture on STRO-1-selected samples, n = 6, ns. Separate graphs show data from 3 donors.
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Supplementary Table 1.
Antibodies used for phenotyping.
Supplementary Table 2.
ISX Channels and filters and ISX compensation matrix.
Supplementary Table 3.
Primer sequences used for RT-qPCR. 
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